Predictive metabolomics signature of relapse in metastasic colorectal cancer
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Colorectal liver metastasis (CRLM) is the main cause of colorectal | LcCHRMS ANALYSIS Tentative identification of the candidate biomarkers of CRLM recurrence post-surgery
cancer (CRC) deaths. Understanding the molecular profile of each CRC . detected by two LC-HRMS strategies
can help to predict its prognosis and response diversity among :@ : | ke Mass
patients. The goal of this work was to identify a precise metabolomics —— LG-HRMS | m/z | o l(Riong)| VPP Molecular Formula Putative ID Adduct (ir;z:)
signature of disease relapse in CRLM patients after metastasectomy. A e
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out by univariate and multivariate statistical strategies 464.299 | 134 | 2175 | 1.837 C26H43NO6 Glicocholic acid M-H 0.9
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. m/z: mass/charge ratio; R.T: retention time; FC: fold change > 1.3 indicates that the average normalized peak area ratio in post-surgery samples of recurrent
D patients with CRLM (R) is larger than that in non-recurrent patients (NR); VIP: variable of importance in projection; ID: identification; *: candidates selected
Phenylalanine, tyrosine and tryptophan biosynthesis c ® @ R @R for the diagnostic model; LysoPE: lysophosphatidylethanolamines; LysoPC: lysophosphatidylcholines.
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Supervised PLS-DA score plots shows the discrimination between pre- and post-surgery plasma samples (red % o .
. . . . . . and green dots respectively), using two components in RPLC ESI + (A) and three components for HILIC ESI — 3 X ) . .
This StUdy shows that eaS”y detectable CerU|at|ng metabolites in (B) methods. PLS-DA score plots illustrate the differentiation in post-surgery samples of recurrent (red dots, § 02 | e
plasma samples might be used to predict disease recurrence and R) and non-recurrent (green dots, NR) patients with CRLM, by using three components in RPLC ESI + (C) and a . .
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have a prognostic value for CRLM patients undergoing surgery. HILIC ESI — (D) analyses. ' . —
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Our analySIS Ide_ntlfles d ] r_noqel based .on 12 metabol.ltes that Drug Discovery Network B / A \ 9 MSD Multivariate ROC curve plots from the average of 100 cross-validations for the model combination of the
enables a precise stratification of disease progression and, N EASIOAD  JUNTA DE ANDALUCIA thirteen metabolomics features identified in both analytical strategies (A). Classification using the average of
consequently 3 personalized fO”OW-Up in the clinical setting. . _ . . _ predicted group probabilities of each sample provided a confusion matrix where 23 recurrent patients were
! Contact e-mail: Caridad.diaz@medinaandalucia.es correctly classified and 4 misclassified; 8 non-recurrent patients were correctly classified and 4 misclassified (B).



mailto:Caridad.diaz@medinaandalucia.es

	Slide 1

